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For the use of l-serine derivatives in anti-tumour therapy, see: Jiao et al. (2009) ; Yakura et al. (2007) ; Takahashi et al. (1988) ; Sin et al. (1998) . For the use of N-acylhydrazones derivatives from l-serine in anti-tumour testing, see: Rollas & Kü çü kgü zel (2007) ; Terziog lu & Gü rsoy (2003) . For a related structure, see: Pinheiro et al. (2010) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring. Symmetry codes: (i) x; y; z þ 1; (ii) x À 1; y; z; (iii) x þ 1; y; z.
D-HÁ
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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Comment
Several L-serine derivatives have been found to have potential in anti-tumour therapy, for example, conagenin, a naturally occurring serine derivative, was shown to improve the anti-tumour efficacy of adriamycin and mitomycin C against murine leukemias (Jiao et al., 2009; Yakura et al., 2007) . Other L-serine derivatives reported as potential new anti-tumour agents include the anti-biotic thrazarine, which sensitizes tumour cells to macrophage-mediated cytolysis (Takahashi et al., 1988) , and eponemycin, an immunomodulator, which plays a crucial role in tumour progression and metastases by supplying essential nutrients to B16 melanoma cells (Sin et al., 1998) .
Following on from such reports, we have synthesized some N-acylhydrazones derivatives from L-serine to use in antitumour testing. The choice of N-acylhydrazonyl derivatives was suggested by publications indicating that compounds with such groups can aid anti-tumour activities (Rollas & Küçükgüzel, 2007; Terzioğlu & Gürsoy, 2003) . We recently reported the structure of benzyl (1S)-2-[2-(2-methoxybenzylidene)hydrazino]-1-(hydroxymethyl)-2-oxoethylcarbamate (Pinheiro et al., 2010 ) and now we wish to report the structure of the 2-hydroxy-4-methoxy analogue, (I).
Although the absolute structure of (I), Fig. 1 , could not be determined experimentally, the assignment of the S-configuration at the C10 atom is based on a starting reagent. Overall, the molecule of (I) is curved. The 2-hydroxy-4-methoxyphenyl group is planar [the C7-O2-C4-C3 torsion angle is -1.2 (3) °] and the planarity extends to include the hydrazino residue In the crystal packing, the O4-hydroxyl group forms an O-H···O hydrogen bond with the carbonyl-O3 atom adjacent to the hydrazino residue, Table 1 . Each of the N-H atoms form a N-H···O hydrogen bond: N2 to the O4-hydroxyl group and N3 to the O5-ester atom, Table 1 . This results in the formation of supramolecular layers in the ac plane, Fig. 2 . Additional stabilization to the layers is afforded by C-H···π interactions, Table 1 
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95-0.99 Å) and refined as riding with U iso (H) = 1.2-1.5U eq (C).
The O-and N-bound H atoms were located from a difference map and refined with the distance restraint O-H = 0.84 ± 0.01 and N-H = 0.86±0.01 Å, and with U iso (H) = zU eq (carrier atom); z = 1.5 for O and z = 1.2 for N. In the absence of significant anomalous scattering effects, 1934 Friedel pairs were averaged in the final refinement. However, the absolute configuration was assigned on the basis of the chirality of the L-serine starting material. In the final refinement two reflections exhibiting poor agreement were omitted, i.e. (001) and (011). Figures   Fig. 1 . The molecular structure of (I) showing displacement ellipsoids at the 50% probability level. 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C1-C6 ring. 
